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Genome Biology 2013, 14:R31

Quartz-Seq: a highly reproducible and sensitive single-cell RNA sequencing method,
reveals non-genetic gene-expression heterogeneity,

Yohei Sasagawa and Itoshi Nikaido, et al.

H=15 . CRi5

nﬁ/ﬁii% “Ili_

IO

WmHfE:-9HA48 (1B B)/AR>HY—FK v 3>1)(14:50~15:35)

N r1%HH’.=JQuartz SeqiZEFZTORFEDOEDYESEDER

(B FAEFTERERB A=A A A TAITA AR L=V

LIMprep : Ligation based illumina Multiplex library PREParation method
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: KAPA Library Preparation kit (KAPA Library Amplification kitZz &)

: KAPA Real-Time Library Amplification kit

: KAPA Library Amplification kit (KAPA HiFi HotStart enzyme)

: KAPA Library Quantification kit
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