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Roche Sequencing Solutions Education and Support Login Sign up

Sign up now
1. ~ N

First name * Last name *

Country *

v @ oy |

Choose a Password *

New probe technology combined More intuitive user Simple and
with our renowned expertise in interface from start streamlined custom
probe design to finish design process
| agree to the Terms of Service and Privacy Policy.
\ O 120 y Policy y

Already have a NimbleDesign account? All your data is here! q

; - ) R X - Log in
Simply log in using your NimbleDesign credentials.

Learn more about the tool %" KAPA library prep products
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Design review and approval guide & Design HyperDesign has a completed probe selection, The job is ready for you to review. [x]

(X

Design forMarkos has a completed probe selection. The job is ready for you to review.
HyperDesign, a new design tool is coming scon, to complement our new target enrichment technology! [ ]
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o Start design o Add targets

o Configure design

Product

KAPA Target Enrichment Probes

Select organism(s)

$

Human

?

Other

| 1. EMEEBIRUET

Name your design

Custom Design Name

A unique Internal Reference Number (IRN) will also be automatically assigned at time of 0/14

submission or approval. Custom Design Name and IRN are printed on the tube label

Description

Eg. design targeting transcripts from a cancer gene panel, version 3

3. THA(CET DHMMAELNET

Home Your designs c New design
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SUMMARY

o Review targets e Submit design o Done

Product KAPA Target Enrichment

Probes
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1. A (ICETDIATZa>mERUET
AT 3> oNITNHEEIRUEIBE. BEDIEHE (Roche Expert Designer) (CKB3THA> ERRD, X—)LR—X
TOIAZ1ZTT—23>TT A ZEDDIELIRDFT, THA 2 TRETICEBERENDIZENHDFET,
HyperDesign Home Your designs Help @ - o

. Start design e Configure design o Add targets o Review targets e Submit design G Done SUMMARY ?

Custom Design /i

Advanced options Name

If you select any of the options below, completing your design will require collaboration with a Roche Expert Designer.
Product KAPA Target Enrichment
Probes
[T] Intentionally targets highly repetitive elements (LINE, SINE, mitochondrial DNA etc.) Z{E4DE \EEZ=AIF DY —4 WV ~(LINE,SINE, = b2 RUZDNARE)E/ER T DIBE

) . . . § o . R . . § Genomic build  Human (hg38/GRCh38)
[ Boosting (additional probe replicates added to selected target regions) J'— 25 >/ (BRSNZS—4y MEEEEINT B =HBNTO— I = EE) =R I DiEa

[J Customer provided probe sequences —'[1— JDESIEBIFEDIES

7] Includes portions of any previous design that includes any of the above FZ2DW\FNMNCHE T B3TH 1 > H#BCHIEEDES
[0 consultation with Roche Expert Designer Roche Expert Designer& XA —)LAR—XTOIAZ 1= —2 3> T A > B EDHDIHE

Nothing above applies to your design?
Simply click Next

Back Next
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1. 9—50v hEEELET
=Ty ROFREFRE. [¥Z277)L] [150MBETOI 7LDy TIO— K] [URLYFTPH—/{—REDU> T ]

MEEIRTEERT
[Add link] &R UT=HE. Roche Expert DesignerlC k751> ERDET

HyperDesign Home Your designs Help @ _—e

@ DRAFT
. Start design . Configure design o Add targets ° Review targets e Submit design

SUMMARY

o Done

Custom Design e

Use any or all of the following input types to define your targets. Name
Product KAPA Target Enrichment
Probes
2 %

Genomicbuild  Human (hg38/GRCh38)

Manual input Add file Add link

Enter design coordinates manually or Upload file size limit 150 MB Provide link to external file location (eg.
use gene search URL, FTP server’ )
Back Next
=z
[ZFE]

10kb(SHIZRVI =Ty ML XDIFE . RN TEFE A
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® Add targets S —0w hDIENN
Manual input

M li
anualinput [Your Input] ICANTBE. BB TIA—Ty MRELET

Type or paste gene IDs below or search by gene name usi/g the panel on the right. Your input to the target regions will be mapped automatically.

Your input Gene search

Type or paste Gene [0s, for example:
404

Nt 006359
4089

mih
A

Or enter genomic coordinates, for efample MAH1 HGNC symbol(s) Add gene
chrN (tab) start (tab) stop (tab) cpmment

.

You must enter a value /
MLH3  HGNC symbol(s)

Format Select format

Add gene

MLHY  WikiGene Name(s)

Targetoptions  [7] Protein coding transcript BioType regions only
[ Coding sequence only @ iﬁ1ﬁ?%% 1 D?D*ﬁ% LJ_C N E;&
EMIDTEETEFT

Cancel

Target Option(cDWT
mAEICFIVvIEANDE, I2N\OZI—-RTBIISRIUT M (UTRZRL) HA5—5v MERIELTEYOPYITEXT



® Add targets S —0w hDIENN
Add link

Add file T7AIVEEMUET (B .bedT71)L)

Your input \

o .bed (701.933K)

Select format
Format Genomic Coordinates - [e.g. chrN (tab) start (tab) sto... ~ Tags (@ Tags
Use commas to separate multiple tags

Targetoptions 7] Protein coding transcript BioType regions only (2

[ Coding sequenceonly ()

Cancel Add

Target Option(cDWT
mACFIVvIEANDE, I2O)N\0ZI—-RTBIISRAIUT M (UTRZRL) -5y MERELTEY O T E%d



® Add targets S —0w hDIENN
Add link

BHEAdd link(ZRoche Expert DesignerlC k37 H 1 > DIFEETDHERAULET .

U D7 L > REHINS -4y RMEEICDWTERIFUIIBFT (URL. FTP) ([CDWTEATIN. T—HFDZIHEUAEICDVNTULTLIEE L,
Add/RD > RUNext/RG > &0 1w 2 UTz5edDR—dAdditional Detail T, TNSDI7AILEEDK S (THESDMNCDWNT. KD HiH L
BE - BREANTBICENTEET,

Add link - are you sure?

Remember that your design request will be processed by a Rdche Expert Designer since the HyperDesign automated tool is not capable of inputting data from an external
link.

For quicker probe selection, consider adding targets directly, usjng the file upload or manual input methods.

Provide link to file location (URL, FTP server) or describe&jw you will deliver your targets later on.

LTR




@ Review targets S—4"wv ~OESR

. Start design . Configure design . Add targets o Review targets e Submit design o Done °

li.l Download view as BED I View Consolidated regions

a

Chr Start Stop Gene HGNC ID Transcript Transcript BioType Tags

<>

- <= w Start <= ¥ Stop Gene HGNC ID Transcript Transcript BioType ¥ Tags

a > = - - VN |

o »> = —_— T VN |

a > = — — Y |

O > & - - |

O > & - e |
Items per page: S_v 1-50f 6120 1€ 4 > >

Back Initial regions count 6120 (1,170,937 bp) Next

Final regions count after consolidation 1567 (478,394 bp)
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® Submit design FHA > DRt

T IJA)L ME=20

A —4y RNMBEIE(ICH T30 T (JFREOEWNTO—THhSEEMN(BIRENE T, T T4/ ME(0)ETO-TH/I\L—>ETO0-TJ8ERE

HMDOINS > ZAEMOIEREICRO>TVWEY, TO—TH/\L—>2 T CE7O0-TEBEEE EIFEV0ESICIHMEVMEICEE L TLESL,
A=—o70-TJ0OHF=FERUEWEEIFLICLTLESL,

—EBEZZELTCLES L. EDTHA2TREY—TY MEGFZANBRTBETET IA) MECFRD FEA.

lj AnAnncnsn .o DRAFT

v/ Start design v/ Configfire design /| Add targets

| Review targets Submit design o Done ?
. 20200507Desian
Choose probe stringency
@ KAPA Target Enrichment
Probes

Define maximum close matches in genome @

Human (hg19/GRCh37)
1 2 3 4 5 6 7 8 9 0 1 12 13 14 15 16 17 18 19 20

Stringent Relaxed Initial intake 5
probes o probes -
Initial regions count 4
Specify overhang in genome @ =
0 5 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100105110 115120125
0bp

o 125 hp Final regions count after consolidation &,

Back Submit your regions

FJA)L ME=30

=5y MEBDS —OT 222 0h)\L—27mESED . TIAILNEE (30) THERIFEFEZITO5LaBELTVET. 75
AL EI—R(CFRS -T2 IREEHRL. F—0 Y MAUSOmIRRE THRENSED LU <RBRWSEICED LI DIDEZELET
BIETHEIDTRUNSDFT . KSMEZANTBEFE, F—5'Y MEEOIMUCH L TETO-TZBIRLE T,

Overhang: 20 bp 40 bp

— Probe selected
Probe not selected
120 bp



BASHEEEA Y Z—2T 4 > ROMKRRENFTT

Are you sure you want to submit the design for selection?

* Probe selection may take up to 24 hours and you will get an email notification when it's ready.

o After probe selection is complete, you will be able to review the estimated coverage over your target regions.
« Manufacturing will not begin until you approve the coverage and place an order.

Confirmation will be sent to the email provided in your profile settings:
hisano@genetics-n.co.jp

If it's not correct, please update your profile settings, before you submit your design.

Cancel Submit for selection

[Submit for region] R5>%IBL T
IRODEHE (CEHET
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SUBMITTED DESIGN SELECTION RESULTS

Custom Design
Name

Product

Genomic build

Stringency

Probe overhang

R

KAPA HyperChoice ‘/

Submitted IR A

Human (hg19/GRCh37) Your design has been successfully submitted for probe selection.

You will be notified via Email when selection results are available here for your review.
Maximum close

matches - 20
This design is no longer editable

30 bp To restart the design flow with the same input regions and submit it
for selection again, please use the |CJ Clone design option.

initialintake 7 BE. HyperDesignA> S+ >W—)L&ERTIIHE. 24RHUAICT O—TFR
(FHA>) WETULET,

—— . FHAHRTIBE. FADS NCBRENEA—LT RLZFICZD SDA—IL

6120 (1,170,937 bp) = NESFEIDOT, TcOJdr>UEd,

Final regions count after consolidation Roche EXper‘t De&gner(:;—k%?‘be’l' > DBE. #H8 uW(C?*f’( ABHEENS A—)L

1567 (478,394 bp)

MXESNET. RBEDFEEPEIEMRBEQREQFT YA 248 HEEX—)LR-XD]
S22 3 % TOTECRDET,
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SUBMITTED DESIGN SELECTION RESULTS

Custom Design

Name
7 May 2020, 02:12 PM

Product KAPA HyperChoice Selection for 20200507Design design is completed and ready for your review. See the Design Review and Approval Guidelines for
further information about the design review and approval process.

Submitted

B

Genomic bulld  Human (hg19/GRCh3/)

Stringency Maximum close Fullreport (4, (2) Probe selection results (4,  (2)

matches - 20

Prob: h 30b
fobe overEng P Selection results summary Estimated % coverage

Final sequence total 478,394 hp

Initial intake 4

1 files = Estimated coverage 452,782 bp 9 4 . 60/0
% target based covered 94.6%

Initial regions count ok

6120 (1,170,937 bp)

Final regions count after consolidation lil
1567 (478,394 bp) Approve design |_|:| Clone design

Ready to order? Approve this designameiyork with your Local Roche Representative to get pricing and place an order.
Looking to make changes? Clone your desigimasdpake adjustments to your design targets or probe stringency.

Ask your Local Roche Representative about the following mate umbers and pack sizes corresponding to your design:

KAPA HyperChoice MAX 0.5Mb T1, 12 rxn (9052143001) FApprove designJ R ET EF
KAPA HyperChoice MAX 0 SMEPT1, 24 rxn (9052151001) ﬂ-‘,( \/DVEEE =NzkE9
KAPA HyperChoice MAX 0.5Mb T1, 48 rxn (9052160001)
N CCCEEBORRESHAERRENET ‘
JO-TLA70 hORBILICIDIBERLDORSETVWVH A XDERGBZIEESNDZEEHDET



Approve Design

[Approve design| RF>%& 3 EFTHANEESN. BEREBDF I MIA-ILDEEET

[

Hyper

Dear

You have approved your design

Reach out to your Local Roche Representative

to choose pack sizes and place an order. Manufacturing will begin once your

order is placed.

Selection results summary

Custom Design Name s

IRN (Internal
Reference Number)

ubmitte ay
Number of regions 1,567

Final sequence total 478,394 bp
Estimated coverage 452,782 bp

.

[View results] /R5 > Z#9 &
HyperDesignDR—ZTHERZRDIBNTEFET,

Estimated % coverage

94._6Y%

You

approved
thi

his

design!
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