KAPA HyperCap Workflow v3.0 Guide to Success
Using KAPA HyperPrep or KAPA HyperPlus Kits

Sample prep workflow using superior probe technology for
optimized Library Preparation and Target Enrichment.
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How much Hybridization Component H to add?

Hybridize your KAPA Target Enrichment Probes to your
single/multiplex DNA sample library, where the amount of
Hybridization Component H depends on the capture target size.
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