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SageELF™® Well No.10 ¥ 1500bp [CHEDKDICEREL. TAXEL IV avEERU,
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Sample A Sample B
target size | yield | Recovery rate target size | yield | Recovery rate
Well No. Ibp] In] [%] eliiie: [bp] [ng] (%]
Fraction #01 | 13420bp 0 0.00% Fraction #01 | 13420bp 0 0.00%
Fraction #02 | 10485bp 0 0.00% Fraction #02 | 10485bp 0 0.00%
Fraction #03 | 8293bp 7 0.13% Fraction #03 8293bp 27 0.54%
Fraction #04 6615bp 51 1.03% Fraction #04 6615bp 119 2.38%
Fraction #05 5145bp 181 3.62% ® Fraction #05 5145bp 243 4.86%
Fraction #06 4021bp 331 6.62% |_| | | Fraction #06 | 4021bp 422 8.45%
Fraction #07 3111bp | 785 | 15.70% | ® | Fraction #07 | 3111bp | 530 | 10.61%
Fraction #08 2676bp | 1008 20.16% | _| | | Fraction #08 2676bp 665 13.30%
Fraction #09 2001bp | 1056 21.12% |7 @ [~ | Fraction #09 2001bp 725 14.50%
15_00bp — | Fraction #10 1497bp 770 15.39% Bloanalyzer Fraction #10 1497bp 824 16.48% ‘—1_5=09pr
ICBE Fraction #11 1048bp 652 13.04% HLU Fraction #11 1048bp 495 9.90% | '-¥=E
Fraction #12 743bp | 342 6.85% | _| L;?%‘gf;'_‘% | | Fraction #12 743bp | 1162 | 23.04%
Total 5183 | 103.66% V7L (5 Total 5203 | 104.06%
[ERR=Y)

SageELF™I|C&D 1 XL O3V #ER (2EB)

Pool @ (#1 - #4) 7Z{EMALT SageELF™® Well No.10 H' 1500bp [CIED K DICREL. 2 BEDTA ALY 3V ZR LI,
1.9ug/Lane
Sample A Sample B Pool @' : #7' - #8’
#1' #2) #3' #4' #5' #6'
L]

H
=

.#1 #2' #3' #4' #5 #?O:tb Pool @, CHE - #E
-

5kb Pool @' : #1' - #4’
3kb

-
=
=
-
-
-
-
=

UL 22210

Sample A Sample B
target size | yield | Recovery rate target size | yield | Recovery rate
Well No. el || i [%] Well No. bp] | [ngl [%]
Fraction #01’ | 13420bp 4 0.20% Fraction #01' | 13420bp 38 1.96%

Fraction #02’ | 10485bp 53 2.83% : @ Fraction #02' | 10485bp 147 7.62%
Fraction #03' | 8293bp | 564 | 29.90% Bioanebzer | | Fraction #03' | 8293bp | 268 | 13.91%
Fraction #04’ | 6615bp 584 30.95% sequencing Fraction #04' | 6615bp 154 7.97%

Fraction #05' | 5145bp | 54 | 2.86% | S5k | Fraction #05 | 5145bp | 11 | 0.59%

Fraction #06' | 4021bp 64 3.40% BRN—=2) Fraction #06' | 4021bp 3 0.17%

Fraction #07’ 3111bp 75 3.98% Fraction #07’ 3111bp 0 0.00%

Fraction #08’ | 2676bp 48 2.53% Fraction #08' | 2676bp 0 0.00%

Fraction #09' | 2001bp 20 1.08% Fraction #09' | 2001bp 0 0.00%
1500bp — | Fraction #10’ 1497bp 19 0.99% Fraction #10’ 1497bp 0 0.00% |<1500bp
ICHRE Fraction #11' | 1048bp 14 0.75% Fraction #11’ | 1048bp 0 0.00% | |<&&E

Fraction #12’ 743bp 10 0.51% Fraction #12’ 743bp 0 0.00%

Total 1509 79.98% Total 621 32.23%
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Sample A Sample B
Pool @
700 1000 1500 3000 5000 7000 10380 17000 [bp] 700 1000 1500 3000 5000 7000 10380 17000 [bp]
(Sequencing)
Pool Reads of Insert Isoforms % full-length non-chimeric reads
Sample A Sample B Sample A Sample B Sample A Sample B
@ 51,943 60,450 30,961 40,035 59.61% 66.23%
@ 58,689 54,456 37,338 35,539 63.62% 65.26%
® 55,521 52,336 29,236 27,273 52.66% 52.11%
@ 44,658 34,140 14,917 11,625 33.40% 34.05%
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