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KAPA Hyper Prep Kit (KK8500, KK8502)
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+ Tablel. QubitCRIEUcDNAHIHE
@ Agilent N\ A7 FSA Y=L KDV XDHEF TV name Qubit (ng/pul) Bio spec (ng/ul)
1 4.62 11.2
@ Kapa Library Quantification KitslIC & 2iREHIE 2 9.8 12.6
3 too low 1.8
WA TZI=DT =L (1%PhiXEA) Table2. 5175 U—{ERICALVEDNAR
M input DNA input DNA (ng)
®@ x> —4 2 (illumina HiSeq 2500) name inpy . .
(ul) Qubit Bio spec nano
1 20 92.4 224
2 10.2 99.96 128.52
3 40 too low 72
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Table3. 54 7SU—{ERICAVLCDNAE Table4. Adapter-ligationlC$H[F7%AdapterDE Table5. PCR cycle#s
name Qubit (ng) i | | RICHIZVFNE | oo name PCR cycle %%
1 00 low name | X by IRE (total 110 L) RICRE 1 0
2 1.66 1 750nM 5ul 34nM 2 8
3 0.41 2 15uM S5ul 680nM 3 10
3 7.5uM 5ul 340nM
Pippin PreplC & %Size Selection
1 2
[FU] L
) ) L—J L— /{
0 s | 0 .._.—/r/
mr T 11 T T 1 TTT T III LI T T III T T T T
15 150 300 500 1500 [bp] 150 300 1500 150 300 1500
@ R —4 2 (illumina HiSeq 2500)
Table6. ¥—4o VA ER
Sample Sample Yield . % of raw | % Perfect % One % of >= Mealn
Name | “Rel | Index | Coniol | (upaseq | %PF | #Reads | chees | hder | Mooy |asgesses) ol
1 N GCCAAT N 10,367 100 103,666,038 | 35.02 98.99 | 1.01 93.73 | 36.58
2 N ATCACG N 9,594 100 95,938,014 | 32.41 99.19| 0.81 93.39 | 36.48
3 N CTTGTA N 9,048 100 90,476,788 | 30.56 99.1 0.9 93.41 | 36.46
Table7. de novo7 vt JUDFER
Sample Name N75 N50 N25 Minimum Maximum Average Count Total
1 1,119 1,268 1,661 651 175,450 1,455 33,956 49,418,356
2 1,136 1,283 1,540 712 31,211 1,333 81,957 109,238,541
3 1,132 1,273 1,622 644 48,192 1,334 73,867 98,512,409
Table8. de novo77 vtz JU (DIDE) DIER
Sample Name Consensus length (bp) total reads Average coverage
1 16,356 29,814 178.13
2 16,329 52,264 312.95
3 16,312 34,226 205.3
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