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Lane Tiles Density (K/mm?2) Clusters PF (%) Phas/Prephas (%) Reads PF (M) Intensity Cyclel % Intensity Cycle20
Read 1 4 96 659 +/- 111 92.4 +/-1.9 0.179/0.070 167.79 7650 +/- 823 80.6 +/- 1.5
Read 2(index) 4 96 659 +/- 111 92.4 +/-1.9 0.000/ 0.000 167.79 7453 +/- 889 0.0 +/- 0.0
Read 3 4 96 659 +/- 111 92.4 +/-1.9 0.143/0.058 167.79 7365 +/- 791 78.8 +/- 1.3
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Total length (bp) | 153,426,328
GC content(%) | 41.6031543165134
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De Novo Assembly of the Transcriptome of Turritopsis, a Jellyfish That Repeatedly Rejuvenates
ZOOLOGICAL SCIENCE 33: 366-371 (2016)
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